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^ (57) Abstract: It is intended to provide a method of judging, estimating or examining drag metabolism by effectively detecting 
^ mutations in a gene encoding UGT. Since a gene encoding UGT is made up of 5 exons ai^ exons 2 to 5 are common in each U(jT1 
^ isoform, effective mutations in the UGTl gene is examined by examining mutations in the common r^ions (in particular, mutations 
^ in the exon 5) and further detecting mutations in plural exon regions. To examine the mutations, use is made of nucleic acid chips 
^ with nucleic acid probes. 

o 

9 (57)mmi^^^<^mmituGT^zi-{:riAB^(Diimi^iiin\z^ari>z:t\z^^). mmitmon^. 


